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YHR174W ENO?2 'Enolase Il, a phosphopyruvate hydrat
YGR254W ENO1 'Enolase |, a phosphopyruvate hydrat:

YGR192C TDH3 'Glyceraldehyde-3-phosphate dehydro
YJRO09C TDH?2 'Glyceraldehyde-3-phosphate dehydroc
YJLO52W TDH1 'Glyceraldehyde-3-phosphate dehydro¢

YALO38W CDC19 'Pyruvate kinase, functions as a hom
YBLO87C RPL23A 'Protein component of the large (60S
YER117W RPL23B 'Protein component of the large (60!
YOR347C PYK2 'Pyruvate kinase that appears to be m¢

YCRO12W PGK1 '3-phosphoglycerate kinase, catalyzes
YLR044C PDC1 'Major of three pyruvate decarboxylase

YLR134W PDCS5 'Minor isoform of pyruvate decarboxyl
YGRO087C PDC6 'Minor isoform of pyruvate decarboxyl

log(E value) Coverage MW Spectra Specific uniques Uniques PAI Redundancy
-515.44476 85 46.8 1341 31 75 83.8125
-408.2716 82 46.7 969 19 63 74.53846
-443.95404 90 35.6 980 28 62 70.0
-372.37628 90 35.7 892 14 52 59.466667
-297.6118 90 35.6 714 22 46 42.0
-380.46527 87 54.4 835 55 60 32.115383
-46.771473 55 14.4 62 8 9 6.888889 *2
-46.771473 55 14.4 62 8 9 6.888889 *2
-22.56686 17 55.1 50 2 7 1.9230769
-330.4942 85 44.6 749 - 54 29.96
-382.53018 79 6l1.4 633 33 52 26.375
-234.60945 74 61.8 300 24 36 13.043478
-115.297455 29 61.4 218 1 18 9.083333



