
protein GRMZM2G083841_P01
description P04711 Phosphoenolpyruvate carboxylase 1 (PEPCase 1)(PEPC 1)(EC 4.1.1.31)

seq=translation; coord=9:61296279..61301686:1; parent_transcript=GRMZM2G083841_T01;
parent_gene=GRMZM2G083841

msrun 20120906_balliau_extract_1_A01_urnb-1
scan 3340
index 3339
sequence
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